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Abildgaardia
in Abildgaardieae phylogeny 149–164
in Cyperaceae phylogeny 79
5.8S rDNA insertion in 87, 94
embryo type of 150
geographic distribution of 149
ITS analysis of 155–156, 158–160
morphology of 150
photosynthetic pathways in (C3 and C4) 101–102, 111,
161
rbcL analysis of 79
relationship with Bulbostylis 150, 161
relationship with Crosslandia 161
relationship with Fimbristylis 104, 150, 161–162
trnL–F analysis of 155–158, 161–162
trnL–F and ITS analysis of, combined 151–154, 159–
162
Abildgaardieae
clades of 150–151
in Cyperaceae phylogeny 73, 79, 81, 149–150
in Cyperales phylogeny 68
5.8S rDNA insertion in 87, 94, 96
embryo types of 149–150
ITS analysis of 151–156, 158–162
photosynthetic pathways in 161
phylogeny of 149–164
polytomy of 73
rbcL analysis of 73, 79, 81, 149–151
relationship with Arthrostylideae 81, 149–162
relationship with Eleocharideae 150
relationship with Fuireneae 150
relationship with Scirpeae 150
sister relationships in 150–151
trnL–F analysis of 151–162
trnL–F and ITS analysis of, combined 151–154, 159–
162
Abolboda
androecium of 230
gynoecium of 231
inflorescence of 227–233
perianth of 228–230
Abromeitiella
in Bromeliaceae phylogeny 7–9, 14–17
CAM photosynthesis by 11
epiphytism of 12
geographic origin and distribution of 10–11, 19
leaf and trichome anatomy of 13–14
ndhF analysis of 7–9, 14–17
pollination of 13, 21
Acamptoclados
in Chloridoideae phylogeny 574, 576
relationship with Eragrostis 595–596, 599, 602
Acanthostachys
in Bromeliaceae phylogeny 34, 36
trnL, trnL–F, and trnT–F analysis of, combined 34
trnL and trnL–F analysis of, combined 36
Achlaena
biogeography of 509–510, 516
New World 505, 507, 509–510, 516
in Panicoideae phylogeny 503, 505, 507, 516
photosynthetic pathway of 516
Achlyphila
androecium of 230
gynoecium of 231
inflorescence of 227–233
perianth of 228–230
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Achnatherum
geographic distribution of 349, 355
ITS analysis of 351, 355–357
matK analysis of 342
ndhF analysis of 342
ndhH analysis of 342
in Poaceae phylogeny 342
rbcL analysis of 342
relationship with Anemanthele 355
relationship with Jarava 349–350, 355, 359
relationship with Oryzopsis 350
in Stipeae phylogeny 349–351, 355–357
Acostia
biogeography of 509–510, 521
New World 505, 508–510, 521
in Panicoideae phylogeny 505, 508, 521
photosynthetic pathway of 521
Acrachne
in Chloridoideae phylogeny 581
New World 581
Acroceras
biogeography of 511, 519
New World 505, 508, 511, 519
in Panicoideae phylogeny 505, 508, 519
photosynthetic pathway of 519
in Poaceae phylogeny 254
Actinocladum
branching of 308
buds of 308
Actinoschoenus
in Cyperaceae phylogeny 81, 149
geographic distribution of 149
ITS analysis of 156
photosynthetic pathway in 102, 111
trnL–F analysis of 157–158
trnL–F and ITS analysis of, combined 159
Actinoscirpus
absence of 5.8S rDNA insertion in 88, 92, 94, 96
in Cyperaceae phylogeny 79, 81
photosynthetic pathway in 102, 111
rbcL analysis of 79
relationship with Schoenoplectus 81
Adaptive radiation, of Bromeliaceae 5, 12–14, 19–22
adh1, in Poaceae analysis 252
Aechmea
AFLP analysis of 37–39
in Bromeliaceae (Bromelioideae) phylogeny 8–9, 27,
29, 34–39, 41
CAM photosynthesis by 11
epiphytism of 12
geographic origin and distribution of 10
leaf and trichome anatomy of 14, 39–40
pollination of 13
trnL, trnL–F, and trnT–F analysis of, combined 34
trnL and trnL–F analysis of, combined 35–36
Aechmea subgen. Aechmea 29, 41
Aechmea subgen. Gravisia 39
Aechmea subgen. Lamprococcus 29, 35, 39, 41
Aechmea subgen. Macrochordion 29
Aechmea subgen. Ortgiesia 29, 35, 39
Aechmea subgen. Platyaechmea 29
Aechmea subgen. Podaechmea 29, 38–39
Aechmea subgen. Pothuava 29, 38–39, 41
Aegilops
chloroplast DNA analysis of 366, 368
DMC1 analysis of 365, 367
EF-G analysis of 363, 367
mitochondrial genome of 366
morphological analysis of 365, 368
total evidence (combined) analysis of 367–369
in Triticeae phylogeny 362–363, 365–369
Aegilops triuncialis
bet-hedging strategy of 296, 298
dimorphism in 296–298
inflorescence of 296
invasion by 295–300
maternal effect on germination 296–298
phenotypic plasticity in 295–300
seed dormancy in 296–298
seed mass of 296–297
seed production in 298
sibling effect on germination 296–298
spikelets of 296
Aegopogon
biogeography of 587, 593
breeding system of 608–610
in Chloridoideae phylogeny 566, 570–571, 573–574,
577, 581, 584
ITS analysis of 566, 571
ITS and trnL–F analysis of, combined 573
morphological analysis of 584–585
New World 581, 584, 587, 593
trnL–F analysis of 566, 570
Africa
Bromeliaceae origin and distribution in 5, 7, 10–12
Chloridoideae in 585
Afrotrilepis, photosynthetic pathway in 102, 111
Agenium
biogeography of 509, 511, 515
New World 504–505, 509, 511, 515
in Panicoideae phylogeny 504–505, 515
photosynthetic pathway of 515
Agmatoploidy
of Carex 63–64, 193
of Cyperales 63–64, 66–67
of Rhynchospora 193
Agnesia
biogeography of 310
in Olyrinae (Olyreae) phylogeny 310
Agropyron
chloroplast DNA analysis of 366, 368
DMC1 analysis of 366–367, 369–370
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EF-G analysis of 366–367, 369–370
mitochondrial genome of 366
morphological analysis of 365
relationship with Elymus 372, 374, 377
total evidence (combined) analysis of 367–369
in Triticeae phylogeny 365–370
Agrostideae, in Pooideae phylogeny 380
Agrostidinae
as outgroup in Poa study 422
in Pooideae phylogeny 346
Agrostis
as outgroup in Poa study 422
in Poaceae phylogeny 256
in Pooideae phylogeny 343, 346–347
Aira, in Pooideae phylogeny 343, 346–347
Airinae
in Pooideae phylogeny 346–347
relationship with Poa 421–422, 427
Alatae 194
Alcantarea
in Bromeliaceae phylogeny 28, 34
trnL, trnL–F, and trnT–F analysis of, combined 34
Alinula
in Cyperaceae phylogeny 80
photosynthetic pathway in 102, 111
rbcL analysis of 80
Allolepsis
biogeography of 587, 593
in Chloridoideae phylogeny 566, 570–571, 573, 581
ITS analysis of 566, 571
ITS and trnL–F analysis of, combined 573
New World 581, 587, 593
trnL–F analysis of 566, 570
Allopolyploids
of Bromus 468–471
of Elymus 372–379
of Eragrostis 596, 602
Alloteropsis
New World 505, 508
in Panicoideae phylogeny 505, 508
Alopecurinae
placement of genera in 423–424
in Poeae phylogeny 421
in Pooideae phylogeny 346
relationship with Poa 421–427, 431–433
Alopecurus
in Poeae phylogeny 421
in Pooideae phylogeny 343, 346
relationship with Poa 421, 424, 427, 431, 433
tribal/subtribal placement of 423
Altai Mountain region, variability of Poa in 435, 448
Altoparadisium
biogeography of 509, 511, 516
New World 505, 507, 509, 511, 516
in Panicoideae phylogeny 505, 507, 516
photosynthetic pathway of 516
Alves, Marccus V. 72–83
Alvimia
in Arthrostylidiinae (Bambuseae) phylogeny 308
biogeography of 308
branching of 308
buds of 308
fruit of 308
spikelets of 308
Amazon Basin, Bromeliaceae origin and distribution in 5, 7,
10–12
Amazonia, Bambusoideae in 311
Amazonian Region, Panicoideae of 510–511
Amblyopyrum
chloroplast DNA analysis of 366, 368
DMC1 analysis of 365, 367
EF-G analysis of 367
mitochondrial genome of 366
morphological analysis of 365–366
total evidence (combined) analysis of 367–369
in Triticeae phylogeny 365–369
Ammophila, in Pooideae phylogeny 346
Ampelodesmeae, in Poaceae phylogeny 252–253
Ampelodesmos
ITS analysis of 351–356
matK analysis of 342
ndhF analysis of 342
ndhH analysis of 342
in Poaceae phylogeny 242–244, 342
in Pooideae phylogeny 345–346
rbcL analysis of 342
in Stipeae phylogeny 350–356
Amphibromus, in Pooideae phylogeny 343, 346
Amphicarpum
biogeography of 509–510, 521
cleistogamy and chasmogamy in 287–293
New World 505, 508–510, 521
in Panicoideae phylogeny 505, 508, 521
photosynthetic pathway of 521
Amphilophis, in Andropogoneae phylogeny 532
Amphiphyllum 6
Amphipogon
matK analysis of 342
ndhF analysis of 342
ndhH analysis of 341–342, 344
in Poaceae phylogeny 242–244, 341–342
rbcL analysis of 342
Amphiscirpus, photosynthetic pathway in 102, 111
Amplified fragment length polymorphism (AFLP)
in Bromeliaceae (Bromelioideae) analysis 29–33, 35–
39, 41
in Carex sect. Ovales analysis 193–203
Ananas
in Bromeliaceae phylogeny 8–9, 34–36
CAM photosynthesis by 11
epiphytism of 12
geographic origin and distribution of 10, 12
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leaf and trichome anatomy of 14
morphology of 35
ndhF analysis of 8–9
trnL, trnL–F, and trnT–F analysis of, combined 34
trnL and trnL–F analysis of, combined 35–36
Anarthriaceae, relationship with Bromeliaceae 27–28
Anatherostipa, nomenclature for 350
Andean Region, Panicoideae of 510–512
Andes
Bambusoideae in 311
Bromeliaceae origin and distribution in 5, 7, 10–12, 18–
19
Androdioecy/andromonoecy 605–614
Androlepis
in Bromeliaceae phylogeny 34, 36
trnL, trnL–F, and trnT–F analysis of, combined 34
trnL and trnL–F analysis of, combined 36
Andropogon
in Andropogoneae phylogeny 262, 530–532, 534, 537–
542
biogeography of 514, 541
in Centothecoideae ! Panicoideae phylogeny 494–496
cleistogamy in 286
Cymbopogon inclusion in 542
ITS analysis of 534, 538, 541
ITS and trnL–F analysis of, combined 537, 540–542
morphological analysis of 494, 541
ndhF analysis of 494–496
New World 504–505, 514
in Panicoideae phylogeny 504–505, 514
photosynthetic pathways in 514
PHYB analysis of 541
rpl16 analysis of 494, 496
spikelets of 286
trnL–F analysis of 534, 539, 541
Andropogon sect. Gymnanthelia 532, 542
Andropogon subgen. Cymbopogon 532, 542
Andropogon subgen. Heterozygi 532
Andropogon subgen. Isozygi 532
Andropogoneae
awned versus awnless 262
base chromosome number of 504
biogeography of 509, 511, 514–516
in Centothecoideae ! Panicoideae phylogeny 487, 491–
500
chloroplast DNA analysis of 530–544
core 262
core clade of 542
economic and ecological importance of 530
inflorescence of 530–531
ITS analysis of 262, 530–544
ITS and trnL–F analysis of, combined 537, 540–543
morphological analysis of 504
ndhF analysis of 262, 490–500, 530–544
New World 504–506, 509, 511, 514–516, 530
Old World 530
in Panicoideae phylogeny 262, 503–505, 514–516
photosynthetic pathway of 262, 504, 514–516, 530–531
PHYB analysis of 531, 537–543
phylogeny of 262, 530–544
plastid genome analysis of 262
in Poaceae phylogeny 245, 252–254
rames of 262
rbcL analysis of 533
relationship with Arundinella 262, 531, 533, 537–542
relationship with Arundinelleae 537–541
relationship with Paniceae 262
rpl16 analysis of 490–500
spikelets of 261–262, 504, 530–531, 543
tb1 analysis of 531, 541–543
trnL analysis of 530–544
trnL–F analysis of 262, 530–544
Andropogoninae
in Andropogoneae phylogeny 262, 531–532, 538–540,
542
biogeography of 514–515
ITS analysis of 538
ITS and trnL–F analysis of, combined 540
New World 504, 506, 514–515
in Panicoideae phylogeny 503–504, 514–515
photosynthetic pathways in 514–515
trnL–F analysis of 539
Andropogonodae, in Andropogoneae phylogeny 531
Andropogonoideae, in Panicoideae phylogeny 503
Androtrichum, photosynthetic pathway in 102, 111
Anemanthele
hilum of 355
ITS analysis of 355–357
relationship with Achnatherum 355
relationship with Austrostipa 355, 358
stamen of 355
in Stipeae phylogeny 350, 355–357
Animal pollination, of Hypolytreae 77
Aniselytron, tribal/subtribal placement of 423
Anisopogon
ITS analysis of 351, 355–356
matK analysis of 342
ndhF analysis of 342
ndhH analysis of 342
in Poaceae phylogeny 239, 242–244, 342
in Pooideae phylogeny 345–346
rbcL analysis of 342
in Stipeae phylogeny 350–351, 355–356
Anomochloa
matK analysis of 342
ndhF analysis of 240, 242, 248–249, 341–342, 344
ndhH analysis of 341–342
in Poaceae phylogeny 239–244, 248–249, 251, 254,
341–342, 344
rbcL analysis of 342
Anomochloeae
in Anomochlooideae phylogeny 303
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in Poaceae phylogeny 252–253
Anomochlooideae
matK analysis of 342
ndhF analysis of 242, 248–249, 342, 344
ndhH analysis of 342
New World, classification and biogeography of 304–
305, 311
phylogeny of 303
in Poaceae phylogeny 238–243, 248–255, 260, 303–
304, 341–342, 344
rbcL analysis of 342
Anthaenantia
biogeography of 509, 521
New World 505, 508–509, 521
in Panicoideae phylogeny 505, 508, 521
photosynthetic pathway of 521
Anthaenantiopsis
biogeography of 509, 511, 521–522
New World 505, 508–509, 511, 521–522
in Panicoideae phylogeny 505, 508, 521–522
photosynthetic pathway of 521–522
relationship with Paspalum and Thrasya 547–548, 550–
551, 553
Anthephora
New World 505, 507
in Panicoideae phylogeny 503, 505, 507
in Poaceae phylogeny 254
Anthephoreae, in Panicoideae phylogeny 503
Anthephorinae, in Panicoideae phylogeny 503
Anthistiriinae
in Andropogoneae phylogeny 262, 532, 538–542
biogeography of 515
ITS analysis of 538
ITS and trnL–F analysis of, combined 540
New World 504–506
in Panicoideae phylogeny 504–505, 515
photosynthetic pathways in 515
trnL–F analysis of 539
Anthochloa
in Poa phylogeny 421, 429–431
tribal/subtribal placement of 423
Anthoxanthum
geographic distribution of 472
Hierochloe¨ inclusion in 472
morphological/anatomical analysis of species 472–484
as outgroup in Poa study 422
in Pooideae phylogeny 343, 346
Anthoxanthum alpinum
geographic distribution of 472
glume length of 474–475, 480
height of 474–475
leaf anatomy of 473–480
morphological characters of 473–474, 482–484
relationship with Anthoxanthum odoratum 472–484
spikelets of 474–477, 480
Anthoxanthum odoratum
diploids of 472–484
geographic distribution of 472
glume length of 474–475, 480
height of 474–475
leaf anatomy of 473–480
morphological characters of 473–474, 482–484
relationship with Anthoxanthum alpinum 472–484
spikelets of 474–477, 480
Apluda
in Andropogoneae phylogeny 530, 532, 534, 538–540
inflorescence of 530
ITS analysis of 534, 538
ITS and trnL–F analysis of, combined 540
New World 504–505
in Panicoideae phylogeny 504–505
trnL–F analysis of 534, 539
Apoclada
biogeography of 309
in Guaduinae (Bambuseae) phylogeny 309
Araeococcus
in Bromeliaceae phylogeny 36
trnL and trnL–F analysis of, combined 36
Aratitiyopea
geographic distribution of 227
inflorescence of 227–233
in Xyridaceae phylogeny 227, 232
Aratitiyopea lopezii
androecium of 230
calyx of 228–230
corolla of 228
gynoecium of 230–232
inclusion in Navia 227
inflorescence architecture and floral morphology of
227–233
perianth of 228–230
in Xyridaceae phylogeny 227
Archambault, Annie 420–434
Arctagrostis
in Poeae phylogeny 421
in Pooideae phylogeny 343, 346
relationship with Poa 421, 424, 427, 431, 433
tribal/subtribal placement of 423
Arctophila
relationship with Poa 421, 427, 431
tribal/subtribal placement of 423
Arctopoa
in Poa phylogeny 421, 429, 431
tribal/subtribal placement of 423
Argentina
Chloridoideae in 583, 585–588
Panicoideae of 510–511
Aristida
ITS analysis of 567, 571
ITS and trnL–F analysis of, combined 573
morphological analysis of 493–494
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ndhF analysis of 493–496
as outgroup in Chloridoideae study 567
in Poaceae phylogeny 242–244
rpl16 analysis of 493–494, 496
trnL–F analysis of 567, 570
Aristideae, in Poaceae phylogeny 252–253
Aristidoideae
leaf anatomy of 261
matK analysis of 342
morphological analysis of 494, 497
ndhF analysis of 342, 490, 494–497
ndhH analysis of 342
in Poaceae phylogeny 237, 242–243, 250–254, 260–
261, 335, 341–342
rbcL analysis of 342
rpl16 analysis of 490, 494, 496–497
synapomorphy of 261
Arriaga, Mirta 349–361
Arthraxon
in Andropogoneae phylogeny 532, 534, 538–542
ITS analysis of 534, 538
ITS and trnL–F analysis of, combined 540
morphological analysis of 541
New World 504–505
in Panicoideae phylogeny 504–505
relationship with Arundinella 541
trnL–F analysis of 534, 539
Arthraxoninae, in Andropogoneae phylogeny 262
Arthropogon
biogeography of 509, 511, 517
New World 505, 507, 509, 511, 517
in Panicoideae phylogeny 503, 505, 507, 517
photosynthetic pathway of 517
Arthropogoninae
biogeography of 510–511, 516–517
New World 504–507, 510–511, 516–517
in Panicoideae phylogeny 504–505, 507, 516–517
photosynthetic pathway of 507, 516–517
spikelets of 507
Arthrostylideae
buds of 308
in Cyperaceae phylogeny 81, 149
ITS analysis of 156
photosynthetic pathway of 161
relationship with Abildgaardieae 81, 149–162
relationship with Schoeneae 160
Arthrostylidiinae
in Andes 311
in Bambuseae phylogeny 308–309, 315–316, 323–330
biogeography of 308–309, 311
branching of 308
culms of 308–309
in eastern Brazil 311
fruit of 308
in Guayana Highlands, Venezuela 311
internode lengths of 308
leaf blade of 308
morphological analysis of 323, 326, 329
ndhF analysis of 308, 329
phylogeny of 308
relationship with Chusqueinae 316
relationship with Guaduinae 308–309
rhizomes of 308
rpl16 analysis of 308, 327, 329
rpl16 and morphological analysis of, combined 328
spikelets of 308
synflorescence of 308
Arthrostylidium
in Andes 311
in Arthrostylidiinae phylogeny 308–309
in Bambuseae phylogeny 308–309, 317, 326–328
biogeography of 308–309, 311
branching of 308
buds of 308
internode lengths of 308
morphological analysis of 324, 326
rpl16 analysis of 327
rpl16 and morphological analysis of, combined 328
Arthrostylis
in Cyperaceae phylogeny 79, 81, 149
geographic distribution of 149
ITS analysis of 156
photosynthetic pathway in 102, 111
rbcL analysis of 79
trnL–F analysis of 81, 157–158
trnL–F and ITS analysis of, combined 159
Arundinaria
in Arundinariinae phylogeny 307
in Bambuseae phylogeny 307, 326–328
biogeography of 307
morphological analysis of 324, 326, 494
ndhF analysis of 494–496
in Poaceae phylogeny 237–239, 242–246
rpl16 analysis of 322, 327, 494, 496
rpl16 and morphological analysis of, combined 328
Arundinariinae
in Bambuseae phylogeny 306–307, 315–317, 326–328
biogeography of 307
morphological analysis of 326
phylogeny of 307
rhizomes of 307
rpl16 analysis of 327
rpl16 and morphological analysis of, combined 328
Arundineae
in Poaceae phylogeny 252–253
Thysanolaena placement in 509
Arundinella
in Centothecoideae ! Panicoideae phylogeny 487,
494–497
ITS analysis of 534, 538, 541
ITS and trnL–F analysis of, combined 540–541
morphological analysis of 494
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ndhF analysis of 494–496
New World 504–505
in Panicoideae phylogeny 504–505
relationship with Andropogoneae 262, 531, 533–534,
538–540, 542
rpl16 analysis of 494, 496
spikelets of 262
trnL–F analysis of 534, 539, 541
Arundinelleae
biogeography of 516
in Centothecoideae ! Panicoideae phylogeny 487, 491–
500
geographic distribution of 504
ndhF analysis of 490–500
New World 504–506, 516
in Panicoideae phylogeny 503–506, 516
photosynthetic pathway of 504, 516
in Poaceae phylogeny 252–254
relationship with Andropogoneae 537–541
rpl16 analysis of 490–500
Thysanolaena placement in 509
Arundinoideae
in Centothecoideae ! Panicoideae phylogeny 499
Eriachneae placement in 503
matK analysis of 342
morphological analysis of 494, 497
ndhF analysis of 342, 490, 497
ndhH analysis of 342, 494–496
in Panicoideae phylogeny 504
in Poaceae phylogeny 237, 241–243, 248, 250–254,
260, 335, 342
rbcL analysis of 342
relationship with Centothecoideae 488
rpl16 analysis of 490, 494, 496–497
Steyermarkochloeae placement in 503, 508
Arundo
culms of 325
ITS analysis of 567, 571
ITS and trnL–F analysis of, combined 573
matK analysis of 342
morphological analysis of 494
ndhF analysis of 342, 494–496
ndhH analysis of 342
as outgroup in Chloridoideae study 567
in Poaceae phylogeny 242–244, 342
rbcL analysis of 342
relationship with Steyermarkochloa 508
rpl16 analysis of 494, 496
trnL–F analysis of 567, 570
Arundoclaytonia
biogeography of 509–510, 529
in Centothecoideae ! Panicoideae phylogeny 494–498,
500
morphological analysis of 494
ndhF analysis of 493–498, 508
New World 505, 508–510, 529
in Panicoideae phylogeny 505, 508–509, 529
photosynthetic pathway of 529
rpl16 analysis of 494, 496, 498
Ascolepis
absence of 5.8S rDNA insertion in 87, 94
in Cyperaceae phylogeny 80
photosynthetic pathway in 102, 111
rbcL analysis of 80
Asterochaete, photosynthetic pathway in 102, 111
Athroostachys
branching of 308
buds of 308
Atlantic Province, Panicoideae of 511
atpB
in Bromeliaceae analysis 19
in Poaceae analysis 248
in Rhodocoma analysis 213–214, 217–218
Atractantha
in Arthrostylidiinae phylogeny 308
in Bambuseae phylogeny 308, 326–328
biogeography of 308
branching of 308
buds of 308
florets of 308
morphological analysis of 324, 326
rpl16 analysis of 327
rpl16 and morphological analysis of, combined 328
spikelets of 308
Aulonemia
in Andes 311
in Arthrostylidiinae phylogeny 308–309
in Bambuseae phylogeny 308–309, 326–328
biogeography of 308–309, 311
branching of 308
buds of 308
internode lengths of 308
morphological analysis of 324, 326
rpl16 analysis of 322, 327
rpl16 and morphological analysis of, combined 328
Austral blackbird pollination, of Puya 13
Australia, Chloridoideae in 585
‘‘Australopoa’’ group, of Poa 421, 430, 432
Australopyrum
chloroplast DNA analysis of 366, 368
DMC1 analysis of 366–367, 370
EF-G analysis of 366–367, 370
mitochondrial genome of 366
morphological analysis of 365
total evidence (combined) analysis of 367–369
in Triticeae phylogeny 362, 365–370
W genome transfer to Elymus 372
Austrochloa, in Chloridoideae phylogeny 572
Austrodanthonia, in Danthonioideae phylogeny 261
Austrofestuca
ITS analysis of 414–415
in Poa phylogeny 421, 429–431
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relationship with Festuca 407–408
tribal/subtribal placement of 423
Austrostipa
geographic distribution of 355
ITS analysis of 351, 354–359
relationship with Anemanthele 355, 358
relationship with Hesperostipa 358
in Stipeae phylogeny 350–351, 354–360
subgeneric classification of 359
Austrostipa subgen. Arbuscula 352, 359
Austrostipa subgen. Aulax 352
Austrostipa subgen. Austrostipa 352, 359
Austrostipa subgen. Bambusina 352, 359
Austrostipa subgen. Ceres 352
Austrostipa subgen. Eremophilae 352
Austrostipa subgen. Falcateae 353, 359
Austrostipa subgen. Lancea 353
Austrostipa subgen. Lanterna 353
Austrostipa subgen. Lobatae 353, 359
Austrostipa subgen. Longiaristatae 353, 359
Austrostipa subgen. Petaurista 353
Austrostipa subgen. Tuberculateae 353, 359
Avena
ndhF analysis of 341
in Poaceae phylogeny 242–244, 341
in Pooideae phylogeny 343, 346
Aveneae
as outgroup in Loliinae study 382
in Poaceae phylogeny 251–253, 255–256, 421
in Pooideae phylogeny 335, 345–347, 380–381
Avenella, in Pooideae phylogeny 343
Aveninae
as outgroup in Poa study 422
in Pooideae phylogeny 346
Avenula, in Pooideae phylogeny 347
Axonopus
biogeography of 509–511
New World 504–506, 508–511
in Panicoideae phylogeny 504–505, 508
photosynthetic pathway of 511
Ayensua
in Bromeliaceae phylogeny 3–4, 7–9, 14–16, 28, 34,
39
in Bromelioideae phylogeny 34
geographic origin and distribution of 9–10
leaf and trichome anatomy of 13–14
ndhF analysis of 3–4, 7–9, 14–16
pollination of 13
trnL, trnL–F, and trnT–F analysis of, combined 34
trnL analysis of 28
Bacterial artificial chromosomes (BACs) 64, 68
Bagnall, Neil 349–361
Bambusa
in Bambuseae phylogeny 326–329
matK analysis of 342
morphological analysis of 324, 326
ndhF analysis of 342
ndhH analysis of 342
Old World taxa, in New World 309
in Poaceae phylogeny 238–239, 242–245, 341–342
rbcL analysis of 342
rpl16 analysis of 322, 327
rpl16 and morphological analysis of, combined 328
Bambuseae
Arundinariinae ! Shibataeinae clade of 306–307
in Bambusoideae phylogeny 303, 306–307, 315
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rbcL analysis of 342
Puelieae, in Poaceae phylogeny 252–253
Puelioideae
matK analysis of 342
ndhF analysis of 342, 344
ndhH analysis of 342
phylogeny of 303
in Poaceae phylogeny 238–239, 242–243, 250–251,
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rbcL analysis of 342
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in Chloridoideae phylogeny 565–567, 570–571, 573,
581
New World 565–567, 581, 587, 593
Rhipidium, possible presence in Schoenus 204–209
Rhipidocladum
in Andes 311
in Arthrostylidiinae (Bambuseae) phylogeny 308–309
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Rottboellia
in Andropogoneae phylogeny 530, 532, 535, 538–540,
542
ITS analysis of 535, 538, 542
ITS and trnL–F analysis of, combined 540
New World 504–505
in Panicoideae phylogeny 504–505
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absence of 5.8S rDNA insertion in 87, 94
in Cyperaceae phylogeny 58, 73, 80–81
photosynthetic pathway in 103, 145
rbcL analysis of 73, 80–81
rps16 analysis of 57–58
trnL–F analysis of 57–58
Scirpus
in Cyperaceae phylogeny 79, 84
in Cyperales phylogeny 68
5.8S rDNA insertion in 88, 94, 96
economic uses of 84
genome size of 66
as outgroup in Cariceae study 172–173, 177–178
photosynthetic pathway in 103, 145–146
rbcL analysis of 79
Scleria
in Cyperaceae phylogeny 78
5.8S rDNA insertion in 88, 94
genome size of 66
photosynthesis in, conflicting data on 148
photosynthetic pathway in 103, 105
rbcL analysis of 78
Sclerieae
in Cyperaceae phylogeny 73, 77–78
5.8S rDNA insertion in 88, 94
monophyly of 73
rbcL analysis of 73, 77–78
relationship with Bisboeckelereae 77
Sclerioideae
in Cyperaceae phylogeny 73, 77–78, 82
5.8S rDNA insertion in 88
rbcL analysis of 73, 77–78
relationship with Schoeneae 77
Sclerochloa
morphological analysis of 387, 394
morphological-molecular analysis of, combined 397
as outgroup in Loliinae study 382, 387, 394, 397
in Pooideae phylogeny 343, 346, 381
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